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Species Concept, Species Delimitation and Species Identification
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stitute of Zoology, Chinese Academy of Sciences, Beijing 100101, China)

Abstract: What is species and how to delimit species are among the most vexing issues for biologists,
although species is one of the fundamental units of analysis in biology. Species problem has been debated
for hundreds of years and the species concept debates have been lasting for more than sixties years, but
there is still no general agreement. Recently, empirically delimiting species has increasingly attracted
much attention and many empirical methods have been proposed. However, no standard criteria and ap-
proaches have been established as a result of absence of a consensus species concept. New emphasis on
species identifying has arisen along with the proposal of DNA taxonomy and DNA barcoding. Accurate
and rapid delimitation and identification for species are crucial for taxonomy. species biodiversity and e-
volution. In the present study, some of the major species concepts and methods for species delimitation
and identification, especially DNA barcoding and integrative taxonomy, are reviewed.
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