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Abstract

In order to obtain the whole genome sequence of Helicovapa amigaa multiple nuceocapsid

nudeopolyhedrovius (HeatMNPV) , the genomic DNA of HeatMNPV was partially digested by Sau3A I, and the
plasmid vector pUC19 was fully digested by Saliv, and subsequently filled in by the Klenow fragment. After ligation

and transformation, the inserted sequence showing high identity with that of the v-cath gene was acquired and

identified. Its open reading frame ( ORF) has 1 026 base pairs, encoding 341 amino acids. In comparison of its

nudeotide and amino acid sequences wih those of other baculovius, HeatlMINPV - cath shows the highest homology
with that of Mamestra corfigurata NPV-B (MacoNPV-B) , but the lowest homology with that of Cydia p omonella GV
(CpGV). It is therefore suggested that HeaMNPV #cah had two ways of evoluion: one is poirt mutation and the

other is short nucleotide sequences.
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1 wv-cath
( ) (%) (%)
M acoNPV-B 99 100 NG-004117 Mamestra corfigurata NPV-B
MacoNPV-A 92 ] NG-003529 Mamestra corfigurata NPV-A
SIMNPV 79 8 NG-009011 Spalopterafrugperda MNPV
SeMNPV 78 8 NG-002169 Spdaloptera exigua MNPV
AgseNPV 77 80 NG-007921 Agrotis segetum NPV
TSNPV 52 57 NG-007383 Trichoplusia nt SNPV
ChchNPV 51 57 NG-007151 Chrysodeixis chaldtes NPV
AnpeNPV 56 57 NG-008035 Antheraea pernyi NPV
OrleNPV 51 54 NG-010276 Orgyia leucostigma N PV
EppoNPV 52 55 NG-003083 Epiphyas postvittana NPV
OpMNPV 50 52 NG-001875 Orgyia pseudotsugata MNPV
LdMNPV 51 52 NG-001973 Lymantria dispar MNPV
EcobNPV 51 58 NG-008586 Ecotrgis obliqua NPV
CfDefNPV 54 55 NG-005137 Choristoneura fumif erana DEF MNPV
CINPV 56 55 NG-004778 Choristoneura fumif erana MN PV
RoNPV 52 4 NG-004323 Radvplusia ou MN PV
PlxyMNPV 49 4 NG-008349 Plutdl a xyl ostella MNPV
AcNPV 52 4 NG-001623 Autographa cdlifomica NPV
HycuNPV 46 53 NG-007767 Hyphantria ainea NPV
BmNPV 53 4 NG-001962 Bombyx mori NPV
MaviNPV 51 52 NG-008725 Maruca virata MNPV
CbNPV 52 53 NG-008293 Clanis bilineata NPV
AdhoNPV 47 49 NG-004690 Adoxq@hyes hormai NPV
SpltNPV 45 8 NG-003102 Spaloptera litura NPV
LeseNPV 45 47 NG-008348 Leuania separata NPV
HearlNPV-G4 41 43 NG-002654 Helicovapa amigera N PV-G4
HearNPV-C1 38 48 NG-003004 Helicovapa amigera N PV-C1
HANPV 42 4 NG-003349 Helicovapa zea SNPV
AgseGV 45 46 NG-005839 Agrotis segetum GV
XeenGV 41 2 NG-002331 Xestia e-nigrum GV
CrleGV 41 L2 NG-005068 Cryptophlebia leucotreta GV
CpGV 38 41 NG-002816 Cydia pomondla GV
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