25 1 \ol. 25, No. 1
2013 1 Chinese Bulletin of Life Sciences Jan., 2013

1004-0374(2013)01-0001-07

MRNA

( 100101)

mRNA
RNA mRNA

Q132.1 A

Translational control in Drosophila female germline stem cell asymmetric
division
XIA Lai-Xin*, CHEN Da-Hua*
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Abstract: Germline stem cells have the sole character of transmitting their genetic information to the next
generation. Drosophila female germline stem cells are a very powerful and sophisticated system to study stem cell
asymmetric division behavior, which is controlled by the niche signal. These stem cells are regulated at many
different levels including transcriptional level, post-transcriptional level, translational level and protein level. The
study from the last two decades shows that many RNA binding proteins mutants in Drosophila have either germline
stem cell loss or over-proliferation phenotypes. Here, this review tried to summarize the relationship between
translational control and germline stem cell fate determination, especially focused on recent progresses in the field.
And we also discuss the probable molecular detailed mechanisms involved in the process.
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